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meiotic drive theory, Haldane’s rule, 1710 

hybrid sterility, meiotic drive theory, Haldane’s rule, 
sex chromosomes, genome evolution, speciation, 
1714 

hybrid zone, barriers, ecological genetics, grasshop- 
per, Caledia captiva, 1606 

hybrid zone, clines, parapatric speciation, Robert- 
sonian complex heterozygotes, interchromosomal 
recombination, chromosomal races, common 
shrew, Sorex araneus, 1384 

hybrid zone dynamics, cytonuclear disequilibria, mi- 
tochondrial and nuclear inheritance, restriction 
fragments, Fremont cottonwood, Populus fre- 
montii, narrowleaf cottonwood, P. angustifolia, 
1360 

introgression, coyote mitochondrial DNA, gray wolf 
populations, Canis lupus, 104 

mitochondrial DNA, cytonuclear measures, dis- 
equilibrium, allozymes, cutthroat trout, Onco- 
rhynchus clarki, 1332 

mosaic hybrid zone, tension zone, cline, gene flow, 
allozymes, linkage disequilibrium, sex linkage, 
water striders, Limnoporus spp., 1370 


SUBJECT INDEX 


natural selection, trait interactions, experimental 
populations, multivariate selection analysis, local 
adaptation, path analysis, Diodia teres, 1760 

reproductive isolation, introgression, contact zone, 
allozymes, mitochondrial DNA, Notropis cornu- 
tus, N. chrysocephalus, 944 

reproductive isolation, reinforcement, mosaic, hy- 
brid zone, topographic diversity, electrophoresis, 
ground crickets, Allonemobius spp., 1120 

sex-biased hybrid sterility and inviability, meiotic 
drive-suppression systems, divergence, sex chro- 
mosome drive, Haldane’s rule, hybrid fitness, 262 

zone of overlap, reproductive character displace- 
ment, male calling song, ground crickets, Allone- 
mobius spp., 1751 


INBREEDING 

altruism, group selection, kin selection, relatedness, 
population structure, spatial distribution, social 
bees, Exoneura bicolor, 680 

inbreeding depression, inbreeding coefficient, out- 
breeding depression, 622 

inbreeding depression, rare alleles, overdominance, 
balancing selection, electrophoretic genotype, 
adaptive distance, life-history traits, loblolly pine, 
Pinus taeda, 481 

inbreeding depression, seed survivorship, seed abor- 
tion, self progeny, Phlox drummondii, 1047 

seed size variation, mating system, multiple pater- 
nity, Crinum erubescens, 883 

self-compatibility, population genetic structure, ant 
foraging, ant pollination, pollen flow, worker ant, 
Iridomyrmex gracilis, clonal orchid, Microtis par- 
viflora, 1837 

self-incompatibility, fecundity depression, repro- 
ductive success, pollen performance, tropical herb, 
Crinum erubescens, 712 


Insects (see also DrosopHi_a) 

allozyme heterozygosity, haplodiploidy, genetic 
variation, Thysanoptera, 458 

ant foraging, ant pollination, pollen flow, population 
genetic structure, inbreeding, self-compatibility, 
worker ant, /ridomyrmex gracilis, clonal orchid, 
Microtis parviflora, 1837 

ecological genetics, hybrid zone, barriers, grasshop- 
per, Caledia captiva, 1606 

gene flow, allozymes, linkage disequilibrium, sex 
linkage, mosaic hybrid zone, tension zone, cline, 
water striders, Limnoporus spp., 1370 

geographic variation, maternal effects, age effects, 
diapause, adaptation, seasonality, voltinism, 
striped ground cricket, Allonemobius fasciatus, 
1053 

insect-plant interactions, population structure, de- 
mographic genetics, quantitative genetics, hetero- 
geneous environments, reciprocal transplant, pea 
aphid, Acyrthosiphon pisum, 827 

interclonal competition, geographic variation, co- 
variation, secular variation, variability, aphids, 
Pemphigus, 1585 

interdemic selection, population increase, genetic 
variation, fitness, flour beetles, Tribolium spp., 
1574 

life history, local variation, phenotypic plasticity, 





SUBJECT INDEX 


heritability, voltinism, temperature, develop- 
ment, water striders, Gerris remigis, 1520 

male calling song, reproductive character displace- 
ment, zone of overlap, ground crickets, Allone- 
mobius spp., 1751 

male dimorphism, developmental constraints, horned 
beetles, earwigs, natural selection, 18 

mating propensity, courtship behavior, bottlenecks, 
assortative mating, divergence, premating isola- 
tion, housefly, Musca domestica, 293 

mating success, insemination, sex ratio, environ- 
mental variability, fitness, body size, ectoparasi- 
toid, Diglyphus begini, 1511 

migration potential, precalling period, x-linkage, 
polymorphism, genetic variation, oriental army- 
worm, Mythimna separata, 1502 

mortality cost, manipulated phenotype, natural se- 
lection, damselfly, Odonata, Enallagma boreale, 
1091 

Miillerian vs. Batesian mimicry, laboratory dem- 
onstration of mimicry, aversive conditioning in 
behavior, unpalatability, Florida viceroy, Lime- 
nitis archippus floridensis, Florida queens, Danaus 
gilippus berenice, 918 

origin of parthenogenesis, polyploidy, genetic diver- 
sity, genetic identity, polyphyly, ery — 

parasitoid wasps, fully-winged males, Local 
Competition theory, Nasonia giraulti, 225 

phenotypic plasticity, genetic variation, life-history 
variation, polyphenism, antagonistic pleiotropy, 
host alternation, heteroecy, aphid, Pemphigus be- 
tae, 957 

phylogeny, mitochondrial DNA, genetic variation, 
divergence, Aedes spp., 120 

pollinator adaptation, floral oil, Diascia spp., oil- 
collecting bees, Rediviva, 1493 

population structure, polymorphism, lineage sorting, 
mitochondrial DNA, monarch butterflies, Danaus 
plexippus, 1281 

predation, reaction norm, evolutionary ecology of 
Daphnia pulex, Chaoborus americanus, 1665 

reproductive isolation, reinforcement, mosaic, hy- 
brid zone, topographic diversity, electrophoresis, 
ground crickets, Allonemobius spp., 1120 

social hymenoptera, workers, colony sex allocation 
ratios, queen mating frequency, facultative bias, 
281 

spatial distribution, population structure, altruism, 
group selection, kin selection, relatedness, in- 
breeding, social bees, Exoneura bicolor, 680 

specialist herbivore, population structure, host patch 
size, emigration, allozymes, Tefraopes tetrao- 
phthalmus, 1675 

sperm competition, spermatophores, mating effort, 
paternal investment, courtship feeding, bush 
cricket, Decticus verrucivorus, 1975 

wing pattern, melanin, development, phenotypic 
characters, genetic correlation, coadaptation, 
quantitative genetics, western white butterfly, Pieris 
occidentalis, 1480 


Lire History 
cyclical parthenogenesis, population differentiation, 
antagonistic pleiotropy, genetic covariance, boot- 
strap, quantitative genetics, Daphnia pulex, 1081 
developmental constraints, phylogenetic diversity, 


1987 


mutants, mutation, speciation, germ, soma, Vol- 
vocaceae, Volvox, 1806 

egg size, food abundance, variation, fitness, brook 
trout, Salmonidae, Salvelinus fontinalis, 1162 

genotype, inbreeding depression, rare 

alleles, overdominance, balancing selection, adap- 
tive distance, loblolly pine, Pinus taeda, 481 

evolutionary constraint, genetic covariance, fitness 
function, genetic correlations, quantitative genet- 
ics, 630 

evolution of life history, population diversity, ge- 
netic diversity, fitness, Chaoborus americanus pre- 
dation, Daphnia pulex, 82 

genetic constraints, tradeoffs, artificial selection, 
Brassica campestris, 371 

genetic variation, quantitative traits, morphology, 
microgeographic spatial structure, /mpatiens ca- 
pensis, 178 

heritability estimates, population parameters, floral 
traits, planting density, phenotype, Raphanus sa- 
tivus, 1888 

heritability, genotype-environment interaction, ge- 
netic correlation, fitness components, path anal- 
ysis, 853 

heterozygosity, environmental variability, genetic 
variation, correlation, bony fishes, 1275 

phenotypic plasticity, genetic variation, polyphen- 
ism, antagonistic pleiotropy, host alternation, het- 
eroecy, aphid, Pemphigus betae, 957 

phenotypic plasticity, heritability, local variation, 
voltinism, temperature, development, water strid- 
ers, Gerris remigis, 1520 

polychaete larval development, planktotrophy, le- 
cithotrophy, genetic variation, Streblospio bene- 
dicti, 380 

population ecology, clutch size, environmental ef- 
fects, hypothesis testing, alternate hypothesis, Lot- 
ka-Euler equation, 1947 


MAMMALS 

chromosomal races, interchromosomal recombina- 
tion, Robertsonian complex heterozygotes, para- 
patric speciation, clines, hybrid zones, common 
shrew, Sorex araneus, 1384 

countervailing selection, fitness components, genetic 
polymorphism, red deer, Cervus elaphus, 93 

dispersal, genetic structure, gene flow, spatial auto- 
correlation, local population differentiation, effec- 
tive population size, isolation by distance, philo- 
patry, bannertailed kangaroo rat, Dipodomys 
spectabilis, 935 

gray wolf populations, coyote mitochondrial DNA, 
introgression, hybridization, Canis lupus, 104 

host-parasite relationships, genetic population 
structure, liver fluke, Fascioloides magna, white- 
tailed deer, Odocoileus virginianus, 1628 

migration distances, dispersal distances (vs. rate), 
geographic variation, mitochondrial DNA, se- 
quence divergence, deer mouse, Peromyscus man- 
iculatus, 423 

morphology, electrophoresis, genetic variation, is- 
land fox, Urocyon littoralis, 1849 

odontometric asymmetry, morphological variabil- 
ity, genetic monomorphism, cheetah, Acinonyx 
jubatus, caracal, Felis caracal, wild cat, F. lybica, 
1175 








1988 


senescence, mortality rates, natural populations, 
comparative study, 1869 

skeletal development, epigenetics, uterine effects, 
embryo transfer, maternal effects, maternal-fetal 
interactions, bone, quantitative genetics, mouse, 
891 

sperm competition (scramble vs. contest), nonfer- 
tilizing sperm evolution, “kamikaze” sperm hy- 
pothesis, 314 

ursids, mitochondrial DNA, phylogeny, restriction 
fragment analysis, 218 


MOLECULAR EVOLUTION 

allozymes, mitochondrial DNA, hybridization, me- 
ristic traits, cutthroat trout, Oncorhynchus clarki, 
1350 

chloroplast DNA, inversion, evolutionary history, 
Oecenothera, 1050 

DNA hybridization, vicariance biogeography, tem- 
poral scaling, symbiosis, hydroids, Hydractinia 
spp., hermit crabs, Pagurus spp., 1301 

DNA sequence divergence, restriction endonuclease, 
genetic exchange, sexual isolation, transformation, 
bacterial species, Bacillus subtilis, 1393 

genetic exchange, mitochondrial DNA, Markov 
model, diversity, population biology, trans-Arctic 
populations, sea urchins, Strongylocentroius pal- 
lidus, 1790 

mitochondrial and nuclear inheritance, restriction 
fragments, cytonuclear disequilibria, hybrid zone 
dynamics, Fremont cottonwood, Populus fre- 
montii, narrowleaf cottonwood, P. angustifolia, 
1360 

mitochondrial DNA, allozymes, cytonuclear mea- 
sures, disequilibrium, hybridization, cutthroat 
trout, Oncorhynchus clarki, 1332 

mitochondrial DNA, clonal evolution, asexual lin- 
eages, gynogenesis, Poecilia mexicana, P. formosa, 
1530 

mitochondrial DNA, gene exchange, geographic 
variation, sympatric species, fox sparrow, Passe- 
rella iliaca, song sparrow, Melospiza melodia, 329 

mitochondrial DNA, lineage sorting, polymor- 
phism, population structure, monarch butterflies, 
Danaus plexippus, 1281 

mitochondria! DNA, phylogeny, divergence, genetic 
variation, Aedes spp., 120 

mitochondrial DNA, restriction fragment analysis, 
phylogeny, ursids, 218 

mitochondrial DNA, sequence divergence, dispersal 
distance (vs. rate), migration distances, geographic 
variation, deer mouse, Peromyscus maniculatus, 
423 

mitochondrial DNA variation, gene flow, natural se- 
lection, killifish, Fundulus heteroclitus, 1147 

molecular systematics, phylogeny, chloroplast DNA, 
structural rearrangement, rp/2 intron, dicotyle- 
dons, 1245 

phylogeographic structure, glacial refugia, pleisto- 
cene glaciations, mitochondrial DNA, haplotype 
distribution and diversity, population differenti- 
ation, lake whitefish, Coregonus clupeaformis, 1016 

reticulate speciation, plastid and nuclear genomes, 
interspecific cytoplasmic transfer, introgression, 
semigamy, phylogeny, Australian cotton, Gossyp- 
ium bickii, 694 


SUBJECT INDEX 


MOLLusks 
aposematism, synergistic selection, defensive col- 
oration, marine gastropods, 449 
aposematism, synergistic selection, marine gastro- 
pods, 451 
courtship, mate choice, ligula length, nonallometric 
growth, Octopus digueti, 1726 
hermaphrodite, intermediate host, self-fertilization 
depression, cross-fertilization, freshwater snail, 
Bulinus globosus, 1136 
juvenile growth, genotype-environment interac- 
tion, variance, variation, hard clam, Mercenaria 
mercenaria, 1924 
single-gene speciation, reproductive isolation, ma- 
ternal inheritance, land snail, Partula, 764 
thiarid gastropods, predator-prey coevolution, pota- 
monautid crabs, shell morphology, behavior, pre- 
dation success, Lake Tanganyika, 589 
MorpPHo.ocy 
colony morphology, morphological variation, clonal 
repeatability, intraspecific variation, natural se- 
lection, colonial invertebrate, hydroid, Hydracti- 
nia, 1564 
genetic variation, electrophoresis, island fox, Uro- 
cyon littoralis, 1849 
leaf morphology, evolutionarily stable morphology, 
population dynamics, competitive ability, peas, 40 
morphological adaptation, evolutionary organogen- 
esis, cell differentiation, cardia, digestive tract or- 
gan, gene expression, phylogenetic analysis, Dro- 
sophila spp., 568 
morphological variability, odontometric asymme- 
try, genetic monomorphism, cheetah, Acinonyx 
jubatus, caracal, Felis caracal, wildcat, F. lybica, 
1175 
morphological variance, allomeric variation, genetic 
variance, heritability, sculpins, Coftus spp., 1950 
morphological variation, electrophoretic variation, 
reproductive isolation, hybrid fitness, selection, 
migration, fire-bellied toads, Bombina bombina, 
B. variegata, 237 
quantitative traits, genetic variation, microgeo- 
graphic spatial structure, /mpatiens capensis, 178 
shell morphology, behavior, predation success, pred- 
ator-prey coevolution, thiarid gastropods, pota- 
monautid crabs, Lake Tanganyika, 589 
trophic morphology, phenotypic plasticity, varia- 
tion, cichlids, Geophagus brasiliensis, G. stein- 
dachneri, 1545 
PALEONTOLOGY 
Archaeopteryx, flight capacity, reptilian (vs. avian) 
physiology, avian evolution, | 
vicariance biogeography, temporal scaling, DNA hy- 
bridization, symbiosis, hydroids, Hydractinia spp.. 
hermit crabs, Pagurus spp., 1301 
PaRAsITISM (see SYMBIOSIS) 


PHYLOGENY 

chlorolast DNA, rp/ 2 intron, structural rearrange- 
ment, molecular systematics, dicotyiedons, 1245 

comparative analysis, phylogenetic analysis, evolu- 
tionary constraints, maxi likelihood, 1065 

diploid hybrid speciation, chloroplast DNA, ribo- 
somal DNA, hybridization, potato, Solanum sect. 
Petota, S. raphanifolium, 757 








SUBJECT INDEX 


ejaculate transfer, paternal investment, reproductive 
success, Drosophila spp., 774 

homoplasy, topological patterns, closely related taxa, 
Statistical tests, 351 

integration, sexual selection, macroevolution, ex- 
perimental ethology, Gasterosteus aculeatus, 1773 

mitochondrial DNA, genetic variation, divergence, 
Aedes spp., 120 

mitochondrial DNA, ursids, restriction fragment 
analysis, 218 

null model, phylogenetic tree, random character, 
random tree, 1184 

phylogenetic analysis, clutch size, body size, vari- 
ability, variance, scincid lizards, 1696 

phylogenetic analysis, continuous characters, phy- 
logenetic inertia. systematics, computer simula- 
tion, comparative method, punctuated equilibri- 
um, gradualism, coadaptation, coevolution, 534 

phylogenetic analysis, evolutionary organogenesis, 
cardia, digestive tract organ, cell differentiation, 
morphological adaptation, gene expression, Dro- 
sophila spp., 568 

phylogenetic diversity, speciation, developmental 
constraints, life history, mutants, mutation, germ, 
soma, Volvocaceae, Volvox, 1806 

phylogenetic topologies, monophyletic lineages, null 
expectations, insects, tetrapods, angiosperms, 340 

phylogeographic structure, glacial refugia, pleisto- 
cene glaciations, mitochondrial DNA, haplotype 
distribution and diversity, population differenti- 
ation, lake whitefish, Coregonus clupeaformis, 1016 

physiology, thermal biology, sprint speed, coadap- 
tation, comparative method, lizards, Reptilia, 1969 

polyphyly, genetic identity, genetic diversity, poly- 
ploidy, origin of parthenogenesis, 1685 

reticulate speciation, plastid and nuclear genomes, 
interspecific cytoplasmic transfer, introgression, 
semigamy, Australian cotton, Gossypium bickii, 
694 

sexual size dimorphism, mating system, quantitative 
traits, drift, grackles, Quiscalus spp., 608 


PHYSIOLOGY 

alcohol tolerance, ethanol, metabolic flux, fatty ac- 
ids, heritable variation, Drosophila melanogaster, 
1107 

detoxication enzymes, environment-dependent ex- 
pression, adaptation, Drosophila melanogaster, 791 

reptilian (vs. avian) physiology, Archaeopteryx, flight 
capacity, avian evolution, | 

thermal biology, sprint speed, coadaptation, com- 
parative method, phylogeny, lizards, Reptilia, 1969 


PLANts (see also REPRODUCTION — PLANT) 

chemical host defense, fungal pathogens, genetic 
variation, pathogen growth rates, pest resistance, 
monoterpenes, Scots pine, Pinus sylvestris, asco- 
mycete, Crumenulopsis sororia, 190 

corolla morphology, pollination, phenotypic selec- 
tion, mechanisms of selection, male fitness, hum- 
mingbirds, herb, Ipomopsis aggregata, 1458 

cytoplasmic inheritance, fitness components, cy- 
brids, mitochondrial—nuclear interactions, in- 
trogression, neutral theory, tobacco, Nicotiana ta- 
bacum, 785 

diploid hybrid speciation, hybridization, chloroplast 


1989 


DNA, ribosomal DNA, phylogenetics, potato, So- 
lanum sect. Petota, S. raphanifolium, 757 

disease resistance, genetic hitchhiking, recombina- 
tion, self-fertilization, nonadaptive evolution, 
pathogen, Synchytrium decipiens, legume, Am- 
phicarpaea bracteata, 1209 

ecotypic divergence, genetic structure, allozyme 
variation, local adaptation, alpine plants, Pole- 
monium viscosum, 1218 

electrophoretic genotype, life-history traits, inbreed- 
ing depression, rare alleles, overdominance, bal- 
ancing selection, adaptive distance, loblolly pine, 
Pinus taeda, 481 

evolutionarily stable morphology, population dy- 
namics, competitive ability, leaf morphology, 
peas, 40 

evolutionary history, chloroplast DNA, inversion, 
Ocnothera, 1050 

flexural stiffness, allometry, biomechanics, conver- 
gence, angiosperms, ferns, petioles, rachises, se- 
lection, 734 

floral oil, pollinator adaptation, Diascia spp., oil- 
collecting bees, Rediviva, 1493 

floral traits, phenotype, population parameters, her- 
itability estimates, life history, planting density, 
Raphanus sativus, 1888 

fruit set, pollen addition, gender dimorphism, gyn- 
odioecy, clonal repeatability, Hebe subalpina, 1957 

gene flow, gene establishment, progeny fitness, ge- 
netic drift, Chamaecrista fasciculata, 410 

gene flow, pollen dispersal, paternity analysis, /po- 
mopsis aggregata, 1965 

genetic constraints, life-history characters, tradeoffs, 
artificial selection, Brassica campestris, 371 

genetic differentiation, heterozygosity, herbivory, re- 
sistance, environmental stress, selection, pinyon 
pine, Pinus edulis, 989 

genetic divergence, maximum-likelihood, quantita- 
tive genetics, grass, Holcus lanatus, 1287 

genetic variation, covariation, heritability, quanti- 
tative genetics, fitness traits, Phlox drummondii, 
169 

genetic variation, Low Marginal Variance theory, 
population genetics, Myrtaceae, Leptospermum 
scoparium, 780 

genetic variation, quantitative genetics, morphology, 
life-history traits, microgeographic spatial struc- 
ture, Jmpatiens capensis, 178 

host patch size, specialist herbivore, insects, popu- 
lation structure, emigration, allozymes, Tetraopes 
tetraophthalmus, 1675 

host-pathogen interactions, coevolution, host resis- 
tance, racial variation, wild flax, Linum margina- 
le, pathogen diversity, virulence, rust fungus, Mel- 
ampsora lini, 205 

host-pathogen interactions, coevolution, pathogen 
virulence, disease resistance, population structure, 
local variation, wild flax, Linum marginale, rust 
fungus, Melampsora lini, 1618 

hybrid zone dynamics, cytonuclear disequilibria, mi- 
tochondrial and nuclear inheritance, restriction 
fragments, Fremont cottonwood, Populus fre- 
montii, narrowleaf cottonwood, P. angustifolia, 
1360 

inbreeding depression, seed survivorship, seed abor- 
tion, self progeny, Phlox drummondii, 1047 











1990 


induced self-pollination, evolution of autogamy, 
mating system estimation, natural selection, Gly- 
cine clandestina, G. argyrea, 1651 

inflorescence traits, pollen placement, pollen limi- 
tation, seed set, phenotypic correlations, phenol- 
ogy, directional selection, natural selection, selec- 
tion gradient, selection coefficient, bumblebee, 
hummingbird, Lobelia spp., 1468 

insect-plant interactions, population structure, de- 
mographic genetics, quantitative genetics, hetero- 
geneous environments, reciprocal transplant, pea 
aphid, Acyrthosiphon pisum, 827 

molecular systematics, phylogeny, chloroplast DNA, 
structural rearrangement, rp/ 2 intron, dicotyle- 
dons, 1245 

morphometry, ontogeny, genetic correlations, plei- 
otropy, natural selection, covariance, tropical vine, 
Dalechampia scandens, 1229 

pollen and seed dispersal, gene flow, gene dispersal, 
outcrossing rate, Wright’s neighborhood area, 
Chamaecrista fasciculata, 398 

population genetic structure, inbreeding, self-com- 
patibility, ant foraging, ant pollination, pollen flow, 
worker ant, Jridomyrmex gracilis, clonal orchid, 
Microtis parviflora, 1837 

rarity, self-incompatibility, population structure, 
breeding systems, electrophoresis, genetic varia- 
tion, Aster furcatus, 1641 

reproductive success, self-incompatibility, fecundity 
depression, inbreeding, pollen performance, trop- 
ical herb, Crinum erubescens, 712 

reticulate speciation, plastid and nuclear genomes, 
interspecific cytoplasmic transfer, introgression, 
semigamy, phylogeny, Australian cotton, Gossyp- 
ium bickii, 694 

seed size variation, mating system, multiple pater- 
nity, inbreeding, Crinum erubescens, 883 

sex ratio, migration, pollen flow, sex differences, 
population subdivision, 1289 

tetrasomic species, allozyme heterozygosity, quan- 
titative traits, genetic variation, orchardgrass, 
Dactylis glomerata, 359 

trait interactions, experimental populations, natural 
selection, local adaptation, multivariate selection 
analysis, path analysis, Diodia teres, 1760 


PROKARYOTES 

coevolution, plasmids, bacteria, continuous culture, 
reproductive fitness, Escherichia coli, 656 

host-parasite systems, bacteria, bacteriophage, f,, 
evolution, mode of transmission, benevolence, co- 
operation, selection, 875 

sexual isolation, transformation, genetic exchange, 
DNA sequence divergence, restriction endonu- 
clease, bacterial species, Bacillus subtilis, 1393 


QUANTITATIVE GENETICS 

covariance, morphometry, genetic correlations, on- 
togeny, pleiotropy, natural selection, tropical vine, 
Dalechampia scandens, 1229 

epigenetics, uterine effects, skeletal development, 
bone, embryo transfer, maternal effects, maternal— 
fetal interactions, mouse, 891 

evolution of generalists and specialists, heteroge- 


neous environments, genotype-environment in- 


SUBJECT INDEX 


teraction, cost of adaptation, phenotypic plastic- 
ity, 1317 

fitness traits, heritability, covariation, genetic vari- 
ation, Phlox drummondii, 169 

genetic covariance, bootstrap, cyclical parthenogen- 
esis, life history, population differentiation, antag- 
onistic pleiotropy, Daphnia pulex, 1081 

genetic covariance, fitness function, ic corre- 
lations, evolutionary constraint, life history, 630 

genetic covariance, fitness function, genetic corre- 
lations, evolutionary constraint, life history, 630 

genetic divergence, maximum-likelihood, grass, 
Holcus Janatus, 1287 

microev y processes, spatial autocorrelation 
analysis, gene frequencies, populations, 152 

populations, genetic variation, covariation, maxi- 
mum-likelihood method, component matrices, 
Peromyscus populations, 143 

population structure, demographic genetics, hetero- 
geneous environments, insect-plant interactions, 
reciprocal transplant, pea aphid, Acyrthosiphon pi- 
sum, 827 

quantitative characters, phenotypic variance, co- 
variance, phenotypic (vs. genetic) parameters, 441 

wing pattern, melanin, development, phenotypic 
characters, genetic correlation, coadaptation, 
quantitative genetics, western white butterfly, Pieris 
occidentalis, 1480 





REPRODUCTION — ANIMAL 

egg reciprocation, biparental care, mating system, 
hermaphroditic polychaete worms, Ophryotrocha 
diadema, 63 

ejaculate transfer, paternal investment, reproductive 
success, phylogenies, Drosophila spp., 774 

insemination, mating success, sex ratio, environ- 
mental variability, fitness, body size, ectoparasi- 
toid, Diglyphus begini, 1511 

nonfertilizing sperm evolution, sperm competition 
(scramble vs. contest), “kamikaze” sperm hypoth- 
esis, 314 

offspring mortality, parental fitness, reproductive 
success, genetic variation, 228 

reproductive isolation, reinforcement, mosaic, hy- 
brid zone, topographic diversity, electrophoresis, 
ground crickets, Allonemobius spp., 1120 

self-fertilization depression, cross-fertilization, her- 
maphrodite, intermediate host, freshwater snail, 
Bulinus globosus, 1136 

self-fertilization, mating system models, cleistoga- 
my, evolution of dispersal, migration modifier 
models, 1717 

single-gene speciation, reproductive isolation, ma- 
ternal inheritance, land snail, Partula, 764 

sperm dispersal, population structure, gene flow, co- 
lonial ascidians, Botryllus schlosseri, 130 


REPRODUCTION — PLANT 

gametophytes, sporophytes, population structure, 
haploid genetics, bryophyte evolution, moss evo- 
lution, metal tolerance, Funaria hygrometrica, 1260 

reproductive success, seed production, floral varia- 
tion, pollinator discrimination, wild radish, Raph- 
anus sativus, 268 

seed abortion, progeny performance, scarlett runner 
bean, Phaseolus coccineus, 1198 





SUBJECT INDEX 


REPTILES 
clutch size, body size, phylogenetic analysis, vari- 
ability, variance, scincid lizards, 1696 
predator adaptation, resistance, garter snake, Tham- 
nophis sirtalis, newt toxicity, antipredator mech- 
anisms, Taricha granulosa, 221 
sex determination, environmental (vs. genetic), sex- 
ual dimorphism hypothesis, adaptive significance, 
435 
thermal biology sprint speed, physiology, coadap- 
tation, comparative method, phylogeny, lizards, 
Reptilia, 1969 
SELECTION — EXPERIMENTAL 
courtship behavior, mating propensity, assortative 
mating, premating isolation, bottlenecks, diver- 
gence, housefly, Musca domestica, 293 
genetic constraints, life-history characters, tradeoffs, 
artificial selection, Brassica campestris, 371 
host—-parasite systems, bacteria, bacteriophage, f,, 
evolution, mode of transmission, benevolence, co- 
operation, 875 
population diversity, genetic diversity, fitness, life- 
history evolution, Chaoborus americanus preda- 
tion, Daphnia pulex, 82 
sensitivity, larval food, body weight, phenotypic 
plasticity, reaction norm, Drosophila melanogas- 
ter, 1909 
thermal sensitivity, laboratory natural selection, ge- 
netic constraints, Drosophila melanogaster, 751 
trait interactions, experimental populations, natural 
selection, local adaptation, multivariate selection 
analysis, path analysis, Diodia teres, 1760 
SELECTION — NATURAL 
aposematism, synergistic selection, marine gastro- 
pods, 451 
body size, laying date, survival, tree swallow, Tachy- 
cineta bicolor, 1169 
chromosome evolution, fixation probability, karyo- 
type, continuous population, migration, neigh- 
borhood size, disruptive selection, shifting bal- 
ance, stochastic processes, 499 
convergence, flexural stiffness, allometry, biome- 
chanics, angiosperms, ferns, petioles, rachises, 734 
disease resistance, genetic hitchhiking, recombina- 
tion, nonadaptive evolution, self-fertilization, 
pathogen, Synchytrium decipiens, legume, Am- 
phicarpaea bracteata, 1209 
gene flow, mitochondrial DNA variation, killifish, 
Fundulus heteroclitus, 1147 
genetic differentiation, heterozygosity, herbivory, re- 
sistance, environmental stress, pinyon pine, Pinus 
edulis, 989 
induced self-pollination, evolution of autogamy, 
mating system estimation, Glycine clandestina, G. 
argyrea, 1651 
inflorescence traits, pollen placement, pollen limi- 
tation, seed set, phenotypic correlations, phenol- 
ogy, directional selection, selection gradient, se- 
lection coefficient, bumblebee, hummingbird, 
Lobelia spp., 1468 
intraspecific competition, agonistic behavior, growth, 
domestication, medaka, Oryzias latipes, 1936 
intraspecific competition, morphological variation, 
colony morphology, clonal repeatability, colonial 
invertebrate, hydroid, Hydractinia, 1564 


1991 


male dimorphism, developmental constraints, horned 
beetles, earwigs, 18 

manipulated phenotype, mortality cost, damselfly, 
Odonata, Enallagma boreale, 1091 

measurement of, lifetime data, 454 

mechanisms of selection, phenotypic selection, co- 
rolla morphology, pollination, male fitness, hum- 
mingbirds, herb, Jpomopsis aggregata, 1458 

morphometric variability, phenotypic evolution, 
neutral model, chaffinches, Fringilla coelebs, 29 

morphometry, ontogeny, genetic correlations, plei- 
otropy, covariance, tropical vine, Dalechampia 
scandens, 1229 

sexual isolation, transformation, genetic exchange, 
DNA sequence divergence, restriction endonu- 
clease, bacterial species, Bacillus subtilis, 1393 

synergistic selection, aposematism, defensive col- 
oration, marine gastropods, 449 

thermal sensitivity, laboratory natural selection, ge- 
netic constraints, Drosophila melanogaster, 751 

trait interactions, experimental populations, local 
adaptation, multivariate selection analysis, path 
analysis, Diodia teres, 1760 

SELECTION — SEXUAL 

copulation duration, direct response, correlated re- 
sponse, Drosophila melanogaster, 69 

courtship behavior, premating isolation, mating pro- 
pensity, assortative mating, divergence, bottle- 
necks, housefly, Musca domestica, 293 

integration, phylogeny, macroevolution, experimen- 
tal ethology, Gasterosteus aculeatus, 1773 

male choice, sexual characters, deleterious muta- 
tions, handicap principle, 1431 

mate choice, ligula length, courtship, nonallometric 
growth, Octopus digueti, 1726 

mate choice, sexual characters, sexy son, mutation 
pressure, runaway process, 1422 

mate preference, diploid model, polymorphism, dis- 
equilibrium, 1443 

mating patterns, Kaneshiro hypothesis, Drosophila 
mercatorum, 455 

mutations, asexual populations, Muller’s Ratchet, 
fitness, 649 

plumage color, female mimicry, delayed plumage 
maturation, mating success, aggression, pied fly- 
catcher, Ficedula hypoleuca, 910 

sexual cannibalism, size dimorphism, courtship be- 
havior, mating, orb-weaving spiders, Araneidae, 
444 

sexual isolation, Drosophila mojavensis, 1525 

sexual preference by males, cactus reared females, 
assortative mating, Drosophila pegasa, 433 

sexual size dimorphism, mating system, phylogeny, 
quantitative traits, drift, grackles, Quiscalus spp., 
608 

sperm competition, courtship feeding, mating effort, 
paternal investment, spermatophores, bush crick- 
et, Decticus verrucivorus, 1975 

tail ornament size, phenotypic plasticity, heritabil- 
ity, repeatability, infection, mite, Ornithonyssus 
bursa, barn swallow, Hirundo rustica, 1823 

Sex 

clonal repeatability, pollen addition, gynodioecy, 
gender dimorphism, fruit set, Hebe subalpina, 1957 

evolution of sex, complementation, competition, ge- 








1992 


netic interaction, sib competition, selection, fit- 
ness, Chlamydomonas reinhardtii, 1036 

hybrid fitness, Haldane’s rule, heterogamety, 1707 

sex chromosomes, genome evolution, speciation, hy- 
brid sterility, Haldane’s rule, meiotic drive theory, 
1714 

sex chromosomes, hybrid sterility and inviability, 
meiotic drive theory, Haldane’s rule, 1710 

sex determination, environmental (vs. genetic), sex- 
ual dimorphism hypothesis, adaptive significance, 
reptiles, 435 

sex-role reversal, egg competition, reproductive cost, 
subdominant females, intrasexual competition, 
dominance, pipefish, Syngnathidae, Syngnathus 
typhle, 770 


Sex Ratio 

colony sex allocation ratios, queen mating frequency, 
facultative bias, workers, social hymenoptera, 281 

Local Mate Competition theory, fully-winged males, 
parasitoid wasps, Nasonia giraulti, 225 

mating success, insemination, environmental vari- 
ability, fitness, body size, ectoparasitoid, Diglyph- 
us begini, 1511 

migration, pollen flow, sex differences, population 
subdivision, 1289 

sex-ratio trait, coevolution, endosymbiont, male-le- 
thal spiroplasmas, fitness, transmission rates, Dro- 
sophila willistoni, 971 


SyMBIOsIS 

coevolution, endosymbiont, male-lethal spiroplas- 
mas, fitness, transmission rates, sex-ratio trait, 
Drosophila willistoni, 971 

host-parasite relationships, genetic population 
structure, liver fluke, Fascioloides magna, white- 
tailed deer, Odocoileus virginianus, 1628 

host-parasite systems, bacteria, bacteriophage, f,, 
evolution, mode of transmission, benevolence, co- 
operation, selection, 875 

vicariance biogeography, temporal scaling, DNA hy- 
bridization, hydroids, Hydractinia spp., hermit 
crabs, Pagurus spp., 1301 


VARIATION — GENETIC 

allozyme heterozygosity, haplodiploidy, Thysanop- 
tera, 458 

allozyme heterozygosity, tetrasomic species, quan- 
titative traits, orchardgrass, Dactylis glomerata, 359 

allozymes, population structure, insects, specialist 
herbivore, host patch size, emigration, Tetraopes 
tetraophthalmus, 1675 

covariation, populations, maximum-likelihood 
method, component matrices, Peromyscus pop- 
ulations, 143 

DNA sequence divergence, genetic exchange, sexual 
isolation, transformation, restriction endonu- 
clease, bacterial species, Bacillus subtilis, 1393 

ecotypic divergence, genetic structure, allozyme 
variation, local adaptation, alpine plants, Pole- 
monium viscosum, 1218 

electrophoretic variation, reproductive isolation, hy- 
brid fitness, selection, migration, morphological 
variation, fire-bellied toads, Bombina bombina, B. 
variegata, 237 


SUBJECT INDEX 


fitness traits, covariation, quantitative genetics, her- 
itability, Phlox drummondii, 169 

fungal pathogens, pathogen growth rates, chemical 
host defense, monoterpenes, pest resistance, Scots 
pine, Pinus sylvestris, ascomycete, Crumenulopsis 
sororia, 190 

gene flow, gene establishment, progeny fitness, ge- 
netic drift, Chamaecrista fasciculata, 410 

genetic differentiation, heterozygosity, herbivory, re- 
sistance, environmental stress, selection, pinyon 
pine, Pinus edulis, 989 

genetic diversity, dispersal, divergence, speciation, 
founder events, heterozygosity, copepods, Heter- 
ocope septentrionalis, 721 

genetic diversity, polyploidy, origin of parthenogen- 
esis, polyphyly, phylogeny, genetic identity, 1685 

genetic polymorphism, countervailing selection, fit- 
ness components, red deer, Cervus elaphus, 93 

genotype fitness, genotype-environment interaction, 
genetic homeostasis, genetic variance, environ- 
mental heterogeneity, phenotypic variation, mul- 
tiple-niche hypothesis, reaction norm, Chlamy- 
domonas reinhardtii, 668 

heritable variation, metabolic flux, fatty acids, al- 
cohol tolerance, ethanol, Drosophila melanogas- 
ter, 1107 

heritable variation, resource utilization, host re- 
sponse, ethanol adaptation, environmental het- 
erogeneity, Drosophila melanogaster, 1000 

insect-plant interactions, population structure, de- 
mographic genetics, quantitative genetics, hetero- 
geneous environments, reciprocal transplant, pea 
aphid, Acyrthosiphon pisum, 827 

interclonal competition, geographic variation, sec- 
ular variation, covariation, variability, aphids, 
Pemphigus, 1585 

interdemic selection, fitness, population increase, 
flour beetles, Tribolium spp., 1574 

introgression, coyote mitochondrial DNA, gray wolf 
populations, hybridization, Canis lupus, 104 

life-history traits, heterozygosity, environmental 
variability, correlation, bony fishes, 1275 

life-history traits, quantitative traits, morphology, 
microgeographic spatial structure, Jmpatiens ca- 
pensis, 178 

Low Marginal Variance theory, population genetics, 
Myrtaceae, Leptospermum scoparium, 780 

mitochondrial DNA, divergence, phylogeny, Aedes 
spp., 120 

morphological variance, allomeric variation, heri- 
tability, sculpins, Cottus spp., 1950 

morphology, electrophoresis, island fox, Urocyon lit- 
toralis, 1849 

odontometric asymmetry, morphological variabil- 
ity, genetic monomorphism, cheetah, Acinonyx 
jubatus, caracal, Felis caracal, wild cat, F. lybica, 
1175 

phenotypic plasticity, life-history variation, poly- 
phenism, antagonistic pleiotropy, host alternation, 
heteroecy, aphid, Pemphigus betae, 957 

polychaete larval development, planktotrophy, leci- 
thotrophy, life-history characters, Streblospio be- 
nedicti, 380 

polymorphism, x-linkage, migration potential, pre- 
calling period, oriental armyworm, Mythimna se- 
parata, 1502 





SUBJECT INDEX 


rarity, self-incompatibility, breeding systems, pop- 
ulation structure, electrophoresis, Aster furcatus, 
1641 

reproductive success, parental fitness, offspring mor- 
tality, 228 

sympatric species, geographic variation, gene cx- 
change, mitochondrial DNA, fox sparrow, Pas- 
serella iliaca, song sparrow, Melospiza melodia, 
329 

VARIATION — PHENOTYPIC 

clutch size, body size, phylogenetic analysis, vari- 
ability, variance, scincid lizards, 1696 

developmental constraints, carpal fusion, morpho- 
genesis, pattern formation, Mantel’s permutation 
test, Urodeles, 1516 

egg size, food abundance, fitness, life history, brook 
trout, Salmonidae, Salvelinus fontinalis, 1162 

evolutionarily stable morphology, leaf morphology, 
competitive ability, population dynamics, peas, 
40 

floral variation, reproductive success, seed produc- 
tion, pollinator discrimination, wild radish, Raph- 
anus sativus, 268 

genetic variation, life-history traits, quantitative traits, 
morphology, microgeographic spatial structure, 
Impatiens capensis, 178 

genotype fitness, genotype-environment interaction, 
environmental heterogeneity, genetic homeosta- 
sis, genetic variance, multiple-niche hypothesis, 
reaction norm, Chlamydomonas reinhardtii, 668 

geographic variation, maternal effects, age effects, 
diapause, adaptation, seasonality, voltinism, 
striped ground cricket, Allonemobius fasciatus, 
1053 

male dimorphism, developmental constraints, horned 
beetles, earwigs, natural selection, 18 


1993 


morphological variance, allomeric variation, genetic 
variance, heritability, sculpins, Cottus spp., 1950 

morphological variation, reproductive isolation, hy- 
brid fitness, selection, migration, electrophoretic 
variation, fire-bellied toads, Bombina bombina, B. 
variegata, 237 

phenotypic and developmental correlations, feather 
patterns, feather development, developmental ab- 
normalities, canalized growth, fluctuating asym- 
metry, warbler, Phylloscopus inornatus, 518 

phenotypic plasticity, body weight, sensitivity, larval 
food, artificial selection, reaction norm, Drosoph- 
ila melanogaster, 1909 

phenotypic plasticity, cost of adaptation, genotype- 
environment interaction, heterogeneous environ- 
ments, evolution of generalists and specialists, 
quantitative genetics, 1317 

phenotypic plasticity, heritability, life history, vol- 
tinism, development, local variation, tempera- 
ture, water striders, Gerris remigis, 1520 

phenotypic plasticity, tail ornament size, sexual se- 
lection, heritability, repeatability, infection, mite, 
Ornithonyssus bursa, barn swallow, Hirundo rus- 
tica, 1823 

phenotypic plasticity, trophic morphology, cichlids, 
Geophagus brasiliensis, G. steindachneri, 1545 

pollinator adaptation, floral oil, Diascia spp., oil- 
collecting bees, Rediviva, 1493 

quantitative genetics, genetic variation, covariation, 
heritability, fitness traits, Phlox drummondii, 169 

seed size variation, mating system, multiple pater- 
nity, inbreeding, Crinum erubescens, 883 

variance, juvenile growth, genotype-environment 
interaction, hard clam, Mercenaria mercenaria, 
1924 





